NJ tree generated by a cgMLST analysis (based on 906 loci)

22, jgilactobacillus salivarius VRA_1sq_f (GCA 009683065.1)
Ligilactobacillus salivarius VRA_01-1sq_f (GCA_009683115.1)
Ligilactobacillus salivarius TUCO-L2 (GCA_004405135.1)
Ligilactobacillus salivarius OSU_LaSali_1.14 (GCA 014336755.1)
—Ligilactobacillus salivarius FFIG79 (GCA 013401915.1)

1L igilactobacillus salivarius FFIG124 (GCA_013401905.1)
Ligilactobacillus salivarius FFIG63 (GCA_013401865.1)
Ligilactobacillus salivarius FFIG130 (GCA_013401895.1)

. QiLigilactobacillus salivarius NCIMB702343 (GCA_002079325.1)
A %7, jgilactobacillus salivarius T25a (GCA_048572735.1)
mE”O Ligilactobacillus salivarius CECT 5713 (GCA_000143435.1)
Y 113, igilactobacillus salivarius FZJTZ1IM1 (GCA_009865905.1)
o 125 igilactobacillus salivarius S40 (GCA_030062895.1)
Ligilactobacillus salivarius S35 (GCA_030062845.1)
0] Ligilactobacillus salivarius S39 (GCA_030062875.1)
' 222 igilactobacillus salivarius S99 (GCA_030062805.1)
1o “*“Ligilactobacillus salivarius S32 (GCA_030062825.1)
Ligilactobacillus salivarius S91 (GCA_030062915.1)
Ligilactobacillus salivarius S96 (GCA_030062935.1)
Ligilactobacillus salivarius S103 (GCA_031557155.1)
%Root

250



