N) tree generated by a cgMLST analysis (based on 1327 loci)

274E1°7 Streptococcus salivarius UC3162 (GCA_000963265.1)
' B%.streptococcus salivarius AGIRA0O003 (GCA_019391315.1)
132.Streptococcus salivarius BCC42 (GCA_003942515.1)

Streptococcus salivarius 20925 _1 13 (GCA_041431855.1)
Streptococcus salivarius 27098 8 117 (GCA_041431805.1)

*#.streptococcus salivarius M18 (GCA_000225385.2)
Streptococcus salivarius DS85_40A (GCA_020076165.1)
Streptococcus salivarius MCC 0221 (GCA_037002825.1)
Streptococcus salivarius BIOML-A34 (GCA_009716785.1)
Streptococcus salivarius BIOML-A35 (GCA_009716765.1)
—=Streptococcus salivarius BIOML-A33 (GCA_009716875.1)
Streptococcus salivarius BIOML-A31 (GCA_009716865.1)
Streptococcus salivarius BIOML-A17 (GCA_009717205.1)
Streptococcus salivarius BIOML-A26 (GCA_009716965.1)
Streptococcus salivarius BIOML-A32 (GCA_009716845.1)
Streptococcus salivarius BIOML-A28 (GCA_009717005.1)
Streptococcus salivarius BIOML-A18 (GCA_009717155.1)
Streptococcus salivarius BIOML-A14 (GCA_009717255.1)
Streptococcus salivarius BIOML-A27 (GCA_009716945.1)
Streptococcus salivarius BIOML-A30 (GCA_009716955.1)
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