NJ tree generated by a cgMLST analysis (based on 1327 loci)

*B.Streptococcus salivarius MSK.15.125 (GCA_020538165.1)
19.1

84 EStreptococcus salivarius OMI841 (GCA_047460855.1)
s Streptococcus salivarius OMI836 (GCA_047462705.1)
t EStreptococcus salivarius CF7-4 (GCA_024295525.1)

b 30 Streptococcus salivarius CF7-5 (GCA_024296065.1)

57 064E treptococcus salivarius CLA-AA-H25 (GCA_040093925.1)
43,streptococcus salivarius UMB0051 (GCA_002860785.1)

635[:2'47 Streptococcus salivarius 1001216st2_A8 10012161_160404 (GCA_028325745.1)
toess Streptococcus salivarius 1001216st2_H6_10012161_160404 (GCA_028325885.1)
Lstreptococcus salivarius BIOML-A5 (GCA_009717425.1)
Streptococcus salivarius BIOML-A4 (GCA_009717435.1)
Streptococcus salivarius BIOML-A3 (GCA_009717475.1)

.Streptococcus salivarius OMI880 (GCA_047460085.1)

. ES-S Streptococcus salivarius OMI833 (GCA_047462775.1)

toss Streptococcus salivarius OMI830 (GCA _047462835.1)
Streptococcus salivarius FDAARGOS_259 (GCA_002073835.2)
Streptococcus salivarius 20925 1 11 (GCA 041431895.1)
Streptococcus salivarius BIOML-A36 (GCA_009716755.1)

Streptococcus salivarius - (GCA_902652475.1)
Streptococcus salivarius BIOML-A29 (GCA_009716995.1)
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