N) tree generated by a cgMLST analysis (based on 993 loci)

Yparabacteroides merdae BIOML-A6 (GCA_009719975.1)
Parabacteroides merdae BIOML-A4 (GCA 009720015.1)
Parabacteroides merdae BIOML-A7 (GCA_009719945.1)
Parabacteroides merdae BIOML-A1 (GCA_009677855.1)
Parabacteroides merdae BIOML-A9 (GCA_009719915.1)
28%.parabacteroides merdae BIOML-A28 (GCA 009719515.1)
Parabacteroides merdae BIOML-A29 (GCA_009719555.1)
—=Parabacteroides merdae BIOML-A27 (GCA_009719605.1)
Parabacteroides merdae Map_8_012 (GCA_022733635.1)
Parabacteroides merdae SRR17382092_bin.15_MetaWRAP_v1.3_MAG (GCA_958432745.1)
#Lparabacteroides merdae MCC685 (GCA 018784105.1)
Parabacteroides merdae CTOTU30651 (GCA_036849335.1)
06s] Parabacteroides merdae Map_77_010 (GCA_022734235.1)
Parabacteroides merdae 1001175stl_Al (GCA_005844535.1)
Parabacteroides merdae 1001175B_160314 Al (GCA_015552245.1)
Parabacteroides merdae DFI.1.110 (GCA_020563655.1)
Parabacteroides merdae DFI.1.88 (GCA_022137325.1)
Parabacteroides merdae DFI.1.192 (GCA_022138085.1)
Parabacteroides merdae DFI.1.92 (GCA_024463475.1)
Parabacteroides merdae SRR17684618 bin.62_metawrap_v1.3_MAG (GCA_948465985.1)

=0

=|o

20.2
0.98




