N) tree generated by a cgMLST analysis (based on 993 loci)

28 parabacteroides merdae BIOML-A12 (GCA_009719845.1)
2% parabacteroides merdae BIOML-A19 (GCA 009719765.1)
#22parabacteroides merdae BJH_5 (GCA_021410265.1)
—=Parabacteroides merdae AF38-4 (GCA_003474345.1)
Parabacteroides merdae CLO9T00C40 (GCA_000307495.1)
Parabacteroides merdae D35stl_A5 _D35t1 190705 (GCA_028328505.1)
Parabacteroides merdae AF31-17 (GCA_003475825.1)
~Parabacteroides merdae CE91-St3 (GCA_022835275.1)
“Parabacteroides merdae ERR9762700_bin.71_MetaWRAP_v1.3_MAG (GCA_958417795.1)
~~Parabacteroides merdae ERR9492513_bin.11_MetaWRAP_v1.3_MAG (GCA_958402135.1)
=Parabacteroides merdae SRR22541672_bin.9_MetaWRAP_v1.3_MAG (GCA_958434225.1)
5.parabacteroides merdae BIOML-A23 (GCA_009719635.1)
Parabacteroides merdae BIOML-A15 (GCA_009719805.1)
Parabacteroides merdae BIOML-A24 (GCA_009719645.1)
Parabacteroides merdae BIOML-A20 (GCA_009719715.1)
Parabacteroides merdae BIOML-A17 (GCA_009719785.1)
Parabacteroides merdae BIOML-A22 (GCA_009719685.1)
~Parabacteroides merdae BIOML-A18 (GCA_009719725.1)
~Parabacteroides merdae BIOML-A21 (GCA_009719705.1)
~=Parabacteroides merdae BIOML-A16 (GCA_009719815.1)
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