N) tree generated by a cgMLST analysis (based on 906 loci)

Ligilactobacillus salivarius AM25-8 (GCA_003470145.1)
=Ligilactobacillus salivarius FJSWX_34] L5 (GCA 009870365.1)
=Ligilactobacillus salivarius FXJWS41_2.scaf (GCA_009866105.1)
Ligilactobacillus salivarius FYNDL6_3.scaf (GCA_009866035.1)
Ligilactobacillus salivarius FJLHD24M1 (GCA_009863635.1)
Ligilactobacillus salivarius FGSYC47M10 (GCA_009863715.1)
=Ligilactobacillus salivarius FYNDL2_4.scaf (GCA 009866015.1)
Ligilactobacillus salivarius FAHBZ_8M2 (GCA_009863905.1)

sl >Ligilactobacillus salivarius FJLHD7M2 (GCA_009863495.1)
£Ligilactobacillus salivarius FBJSY20_2 (GCA_009863885.1)
L igilactobacillus salivarius F14 (GCA_030263175.1)

2% igilactobacillus salivarius JCM 1042 (GCA_002079505.1)
Ligilactobacillus salivarius JCM 1044 (GCA_002079485.1)
Ligilactobacillus salivarius CCuG27530B (GCA_002079745.1)
81 igilactobacillus salivarius HENA17_3 (GCA_009869955.1)

2 igilactobacillus salivarius NCIMB8816 (GCA_002079365.1)
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.. Ligilactobacillus salivarius NT4_8 (GCA_009865735.1)
£Ligilactobacillus salivarius FWXBH3_1.scaf (GCA_009869975.1)
=Ligilactobacillus salivarius FXJSW20M4_2 (GCA_009870215.1)
=Ligilactobacillus salivarius FXJKS25M8 (GCA_009866115.1)
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