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Ligilactobacillus salivarius FJLHD2M8 (GCA_009863555.1)
Ligilactobacillus salivarius FJLHD4M1 (GCA_009870355.1)
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Ligilactobacillus salivarius P1CEA3 (GCA_029743055.1)
Ligilactobacillus salivarius P1CEA3 (GCA_042714325.1)

 Dendrogram of cgMLST analysis (based on 906 loci)


