
1
0

1
0

Ligilactobacillus salivarius FCQNA25M6 (GCA_009863815.1)79.9

0.98
10.5

1
70.2

Ligilactobacillus salivarius FJLHD2M8 (GCA_009863555.1)0.237

Ligilactobacillus salivarius FJLHD4M1 (GCA_009870355.1)0.763

0.59
3.74

Ligilactobacillus salivarius FZJTZ28M4.scaf (GCA_009869985.1)61.4

0.26
0.97

0.39
2.12

0.27
0.969

Ligilactobacillus salivarius FNXYC6M7 (GCA_009863365.1)61.9

Ligilactobacillus salivarius FXJCJ23M1 (GCA_009870255.1)70.1

0.45
1.78

Ligilactobacillus salivarius FJSWX10_2 (GCA_009863485.1)57.9

Ligilactobacillus salivarius FJLHD16M3 (GCA_009863625.1)62.1

0.14
0.644

0.95
5.9

0.25
0.392

0.57
2.11

Ligilactobacillus salivarius CCuG38008 (GCA_002079715.1)41.9

Ligilactobacillus salivarius TM1 (GCA_049444895.1)55.1

Ligilactobacillus salivarius VA40-10 (GCA_011029235.1)54.9

Ligilactobacillus salivarius FXJKS17M7 (GCA_009870225.1)58.4

0.25
0.464

0.99
6.73

Ligilactobacillus salivarius FXJCJ9_2.scaf (GCA_009866125.1)50.3

0.99
8.54

0.44
0.99

Ligilactobacillus salivarius 2102-15 (GCA_021432185.1)47.9

1
44.1

Ligilactobacillus salivarius P1CEA3 (GCA_029743055.1)0

Ligilactobacillus salivarius P1CEA3 (GCA_042714325.1)0

0.64
1.88

1
49

Ligilactobacillus salivarius BH1-7 (GCA_048452685.1)1.06

Ligilactobacillus salivarius BH7-4s (GCA_048452405.1)1.94

Ligilactobacillus salivarius A5-1-10 (GCA_028864405.1)54

Ligilactobacillus salivarius FXJSW2_3.scaf (GCA_009866135.1)67

Root0

NJ tree generated by a cgMLST analysis (based on 906 loci)
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