NJ tree generated by a cgMLST analysis (based on 906 loci)
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223 Ligilactobacillus salivarius JSWX5_1 (GCA_009865815.1)
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=Ligilactobacillus salivarius NT62_5 (GCA 009870175.1)
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Ligilactobacillus salivarius NT33 2 (GCA 009865755.1)

Ligilactobacillus salivarius FSDLZ18M11 (GCA 009866275.1)

Ligilactobacillus salivarius FSDLZ17M12 (GCA _009870285.1)

Ligilactobacillus salivarius FSDLZ20M1_2 (GCA 009870295.1)

=Ligilactobacillus salivarius FJLHD10M2 (GCA_009863685.1)

3. igilactobacillus salivarius FNMGHLBE11 L1 2 (GCA 009863465.1)
Ligilactobacillus salivarius FNMGHLBE13 L1 (GCA _009863415.1)
=Ligilactobacillus salivarius FNMGHLBES8 L1 (GCA_009863405.1)
Ligilactobacillus salivarius HN24 2 (GCA _009865795.1)
=Ligilactobacillus salivarius HN26_4 (GCA 009865805.1)
=Ligilactobacillus salivarius FZJTZ64M3 (GCA_009865895.1)
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