N) tree generated by a cgMLST analysis (based on 1342 loci)

*%Bacillus subtilis 7PJ-16 (GCA_009866865.1)
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Hgaacinus subtilis SWL-17 (GCA_046635905.1)
18 <[“*Bacillus subtilis CBP-3219 (GCA_035804665.1)
“Bacillus subtilis DKU_06 (GCA_026309415.1)
151 Bacillus subtilis CBP-3189 (GCA_035805215.1)
1o Bacillus subtilis SRCM117323 (GCA_025245215.1)
329, TEBacinus subtilis PM0031 (GCA_035658515.1)
12Bacillus subtilis SRCM100757 (GCA _002173715.1)
Bacillus subtilis SRCM100761 (GCA_002201955.1)
Bacillus subtilis SRCM103637 (GCA_004119875.1)
“Bacillus subtilis SRCM101444 (GCA_002173695.1)
“#-Bacillus subtilis SRCM103641 (GCA_004119555.1)
2LBacillus subtilis E1 (GCA_000724125.1)
454E°'3168acillus subtilis DH12 (GCA_003990435.1)
8] ! 0&¥.pacillus subtilis EH11 (GCA_003833295.1)
200l Bacillus subtilis - (GCA_001286745.1)
ﬁ;Bacillus subtilis - (GCA 001286885.1)
®9LBacillus subtilis - (GCA_001286845.1)
Bacillus subtilis 7772 (GCA_002271425.1)
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