NJ tree generated by a cgMLST analysis (based on 906 loci)

Ligilactobacillus salivarius CCuG38008 (GCA 002079715.1)
~Ligilactobacillus salivarius TM1 (GCA_049444895.1)
=Ligilactobacillus salivarius FXJKS17M7 (GCA 009870225.1)
=Ligilactobacillus salivarius VA40-10 (GCA 011029235.1)

Ligilactobacillus salivarius FXJCJ9 2.scaf (GCA 009866125.1)

“sLigilactobacillus salivarius PLCEA3 (GCA 029743055.1)

8.04 0.62
0.94

Ligilactobacillus salivarius FJSWX10 2 (GCA 009863485.1)
Ligilactobacillus salivarius FJLHD16M3 (GCA 009863625.1)

€98, igilactobacillus salivarius FZJTZ28M4.scaf (GCA_009869985.1)

51.2

Ligilactobacillus salivarius FJLHD25M7 (GCA 009863605.1)

HLO

Ligilactobacillus salivarius FXJC)7_2 (GCA_009866185.1)
=Ligilactobacillus salivarius FCQHC8 L1 (GCA 009863835.1)
=Ligilactobacillus salivarius FJLHD27M4 (GCA_009863595.1)
49.2%-Ligilactobacillus salivarius FJLHD4M1 (GCA_009870355.1)
mLigilactobacillus salivarius FJLHD2M8 (GCA_009863555.1)
=Ligilactobacillus salivarius FJLHD32M4 (GCA_009863535.1)
Ligilactobacillus salivarius FHNXY27_L3 (GCA_009863705.1)
=Ligilactobacillus salivarius FJLHD14M6 (GCA _009863695.1)
—Ligilactobacillus salivarius NT15_1 (GCA 009865785.1)

=Ligilactobacillus salivarius 6_2 (GCA 009863925.1)

8.7
0.82

Plo




