Dendrogram of cgMLST analysis (based on 1342 loci)

I: Bacillus subtilis SRCM102745 (GCA_009913395.1)
Bacillus subtilis G7 (GCA_004328925.1)
Bacillus subtilis SS-17 (GCA_046543845.1)
—— Bacillus subtilis CFO3 (GCA_045780055.1)
——— Bacillus subtilis - (GCA_964033655.2)
Bacillus subtilis N4 (GCA 023078435.1)
Bacillus subtilis G25-83 (GCA_015776795.1)
Bacillus subtilis SBE1 (GCA_003339745.1)
Bacillus subtilis ZCK-1 (GCA 041537785.1)
Bacillus subtilis NAO5 = NBRC 116153 (GCA_036512515.1)
. Bacillus subtilis PS-196 (GCA_018122465.1)
| Bacillus subtilis NMSX4 (GCA_002998795.1)
' Bacillus subtilis SYST2 (GCA_002998755.1)
Bacillus subtilis SRCM102751 (GCA_009913575.1)
Bacillus subtilis B-14399 (GCA _035811795.1)
4{ Bacillus subtilis BIM B-569G (GCA 016894165.1)

Bacillus subtilis BD-609 (GCA _035822435.1)
— Bacillus subtilis PS-218 (GCA_018122455.1)
Bacillus subtilis THO35 (GCA_016411915.1)
—— Bacillus subtilis JM553 (GCA_040712175.1)
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