NJ tree generated by a cgMLST analysis (based on 942 loci)
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25| actiplantibacillus plantarum SRCM101518 (GCA_009913855.1)

Lactiplantibacillus plantarum BIA JP8 (GCA_025122345.1)

=Lactiplantibacillus plantarum SRCM101222 (GCA 009913835.1)
1&20 Lactiplantibacillus plantarum CIRM-BIA 1524 (GCA_025189905.1)

20a]" Lactiplantibacillus plantarum CIRM-BIA 1525 (GCA_025194145.1)
28, actiplantibacillus plantarum CXG9 (GCA 016812075.1)

i L(**Lactiplantibacillus plantarum TCI507 (GCA_013305265.1)

=Lactiplantibacillus plantarum GD00040 (GCA _018395655.2)

=Lactiplantibacillus plantarum MB685 (GCA_047204915.1)

278, actiplantibacillus plantarum ZBK1-5 (GCA _030578335.1)

270E3-” Lactiplantibacillus plantarum SRCM103472 (GCA_004103495.1)
Y 88, actiplantibacillus plantarum SRCM103473 (GCA_004103515.1)
Lactiplantibacillus plantarum FUA3038 (GCA 026127765.1)
=Lactiplantibacillus plantarum KKP 3573 (GCA_031296365.1)
“Lactiplantibacillus plantarum 4_3 (GCA_000507045.1)
“Lactiplantibacillus plantarum KC28 (GCA_002948215.1)
=Lactiplantibacillus plantarum AMT74419 (GCA _012974545.1)

205 [0'5 Lactiplantibacillus plantarum WLPL21 (GCA_029814785.1)
1

= Lactiplantibacillus plantarum ZDY04 (GCA_029834415.1)

22, actiplantibacillus plantarum FSCPS6L4 (GCA_030464725.1)



