NJ tree generated by a cgMLST analysis (based on 942 loci)
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TELactipIantibacillus plantarum R62 (GCA 020552185.1)

o=
0|
o [©

0‘4630 Lactiplantibacillus plantarum R58 (GCA_020552215.1)

ﬁ;Lactiplantibacillus plantarum R49 (GCA_020552235.1)
2> actiplantibacillus plantarum R75 (GCA_020552065.1)
so] %% PS5 actiplantibacillus plantarum R39 (GCA_020552325.1)

9-Lactiplantibacillus plantarum R77 (GCA_020552095.1)
6es1 CLactiplantibacillus plantarum R46 (GCA_020552285.1)

8-6200 Lactiplantibacillus plantarum R35 (GCA_020552405.1)

e Lactiplantibacillus plantarum R106 (GCA_020552425.1)
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