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Bacillus subtilis 179-F 1A1 HS (GCA_019037645.1)427

Bacillus subtilis PS-209 (GCA_019583555.1)429

Bacillus subtilis B-59648 (GCA_035807735.1)490

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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