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Bacillus subtilis 3610(phi3T) (GCA_015645615.1)
Bacillus subtilis P8_B1 (GCA_009662435.1)
Bacillus subtilis NCIB_3610 (GCA_047120225.1)
Bacillus subtilis P8_B3 (GCA_009662415.1)
Bacillus subtilis O4 (GCA_026410045.1)
Bacillus subtilis 1A1 (GCA_015070995.1)
Bacillus subtilis BS34A (GCA_000952895.1)
Bacillus subtilis BS49 (GCA_000953615.1)
Bacillus subtilis 168 (GCA_024917115.1)
Bacillus subtilis B-3561 (GCA_035812855.1)
Bacillus subtilis - (GCA_039917025.1)
Bacillus subtilis - (GCA_033392095.1)
Bacillus subtilis 168G (GCA_001703495.1)
Bacillus subtilis 168 (GCA_964017255.1)
Bacillus subtilis 168 (GCA_000009045.1)
Bacillus subtilis - (GCA_041053155.1)
Bacillus subtilis 168 (GCA_000789275.1)
Bacillus subtilis SP1 (GCA_013388335.1)
Bacillus subtilis SMY (GCA_012030675.1)
Bacillus subtilis 3NA (GCA_000827065.1)

 Dendrogram of cgMLST analysis (based on 1342 loci)


