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Bacteroides fragilis S_168 (GCA_034122245.1)
Bacteroides fragilis S_181 (GCA_034122005.1)
Bacteroides fragilis S_116 (GCA_034123565.1)
Bacteroides fragilis S_673 (GCA_034134185.1)
Bacteroides fragilis S_533 (GCA_034126525.1)
Bacteroides fragilis S_460 (GCA_034152425.1)
Bacteroides fragilis S_131 (GCA_034123005.1)
Bacteroides fragilis J1101437_171009_F3 (GCA_015556305.1)
Bacteroides fragilis S_613 (GCA_034135465.1)
Bacteroides fragilis AD135F_3B (GCA_007896605.1)
Bacteroides fragilis AD135F_1B (GCA_007896575.1)
Bacteroides fragilis AD135F_2B (GCA_009024655.1)
Bacteroides fragilis HAP130N_3B (GCA_009025705.1)
Bacteroides fragilis HAP130N_2B (GCA_007896745.1)
Bacteroides fragilis HAP130N_1B (GCA_009025695.1)
Bacteroides fragilis COR2-248-WT-1 (GCA_012844105.1)
Bacteroides fragilis FJSWX20K1 (GCA_029872675.1)
Bacteroides fragilis MAG009 (GCA_020026255.1)
Bacteroides fragilis S_359 (GCA_034129905.1)
Bacteroides fragilis 3783N1-6 (GCA_000599065.2)

 Dendrogram of cgMLST analysis (based on 1285 loci)


