N) tree generated by a cgMLST analysis (based on 1153 loci)

—*phocaeicola dorei AM93-10pHITA (GCA 027698145.1)
%Phocaeicola dorei JRO2 (GCA _013009875.1)
Phocaeicola dorei JRO3 (GCA_013010095.1)
Phocaeicola dorei JRO1 (GCA_013009675.1)
=Phocaeicola dorei RJX1046 (GCA_004347595.1)
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P* XLphocaeicola dorei An16 (GCA_002160605.1)
153 1903 Phocaeicola dorei FSDTA-HCK-B-6 (GCA_019802645.1)
521 T{;Phocaeicola dorei S_1100 (GCA_034149985.1)

0.44

9 .phocaeicola dorei Map 90 010 (GCA 022731795.1)

Phocaeicola dorei An41 (GCA_002161715.1)

Phocaeicola dorei S_307 (GCA_034130865.1)
Phocaeicola dorei BRZ_AH_ bin55 (GCA 944321275.1)
~Phocaeicola dorei RjJX1048 (GCA_004347495.1)

Phocaeicola dorei MSK.19.36 (GCA 019128535.1)
Phocaeicola dorei MSK.19.12 (GCA_019128875.1)
Phocaeicola dorei DH3716Y (GCA_025916455.1)
=-Phocaeicola dorei DFI.5.24 (GCA_020560225.1)
Phocaeicola dorei PtFD8M1 (GCA 018588075.1)
Phocaeicola dorei PtFSb8 (GCA_018588105.1)

~lo

%Root
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