N) tree generated by a cgMLST analysis (based on 1327 loci)
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Streptococcus salivarius 1001283st1_B9 1001283B150217_161031 (GCA_028325775.1)
s Streptococcus salivarius 1001216st2_A8_10012161_160404 (GCA_028325745.1)
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