N) tree generated by a cgMLST analysis (based on 903 loci)

—— L acticaseibacillus rhamnosus QC (GCA_013377685.1)
par WE“-G Lacticaseibacillus rhamnosus VHProbi M12 (GCA_031593775.1)

! B74, acticaseibacillus rhamnosus DPC 7102 (GCA_014155845.1)
— acticaseibacillus rhamnosus 014 (GCA_028878245.1)

129 acticaseibacillus rhamnosus CIRM-BIA 774 (GCA_025189405.1)
Lacticaseibacillus rhamnosus LOCK900 (GCA_000418475.1)
Lacticaseibacillus rhamnosus CIRM-BIA 910 (GCA_025189545.1)
Lacticaseibacillus rhamnosus OSU-PECh-69 (GCA _013342125.1)
Lacticaseibacillus rhamnosus CBC-LR1 (GCA_014212185.1)
= T8.Lacticaseibacillus rhamnosus IBL027 (GCA_002238035.1)
%8 acticaseibacillus rhamnosus UMB0004 (GCA_002848015.1)

Lacticaseibacillus rhamnosus Vahe (GCA_008017355.1)
Lacticaseibacillus rhamnosus 2217stl_F11 2217SCRN_200827 (GCA_028322835.1)
Lacticaseibacillus rhamnosus Ibr154 (GCA_027857765.1)
Lacticaseibacillus rhamnosus Ibd330 (GCA_027857665.1)
Lacticaseibacillus rhamnosus Ibr105 (GCA_027857715.1)
“Lacticaseibacillus rhamnosus Ibd85-1 (GCA_027857655.1)
“Lacticaseibacillus rhamnosus lbr152 (GCA_027857695.1)
LLacticaseibacillus rhamnosus Ibr108 (GCA_027857735.1)
Lacticaseibacillus rhamnosus Ibr136 (GCA_027857795.1)
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