N) tree generated by a cgMLST analysis (based on 903 loci)

=]o

[14.6

~lo

250

oy
0.97

ﬁl_acticaseibacinus rhamnosus 1S020 (GCA_030286545.1)
N

*| acticaseibacillus rhamnosus NS2301G1 (GCA_041228125.1)

Lacticaseibacillus rhamnosus PM4 (GCA_040705095.1)

“=Lacticaseibacillus rhamnosus LMG 23550 (GCA_032465975.1)
=Lacticaseibacillus rhamnosus FNCPS 477 (GCA_044990685.1)
=Lacticaseibacillus rhamnosus INIA P344 (GCA_901971785.1)

Lacticaseibacillus rhamnosus TMC3115 (GCA_003129615.1)

Lacticaseibacillus rhamnosus LR863 (GCA_003129645.1)

Lacticaseibacillus rhamnosus 1001216st2_D1_1001216B_150713 (GCA_028322035.1)
“Lacticaseibacillus rhamnosus INIA P540 (GCA_901971795.1)

Lacticaseibacillus rhamnosus VSI43 (GCA_029011275.1)

Lacticaseibacillus rhamnosus AMC0720 (GCA _013425605.1)

Lacticaseibacillus rhamnosus AMC0710 (GCA_013425615.1)
Lacticaseibacillus rhamnosus AMC0709 (GCA_013425545.1)
Lacticaseibacillus rhamnosus AMC0713 (GCA_013425555.1)
Lacticaseibacillus rhamnosus AMC0714 (GCA_013425655.1)
Lacticaseibacillus rhamnosus AMC0707 (GCA_013425565.1)
Lacticaseibacillus rhamnosus AMC0716 (GCA_013425645.1)
Lacticaseibacillus rhamnosus AMC0721 (GCA_013425735.1)
Lacticaseibacillus rhamnosus AMC0722 (GCA_013425665.1)

16.3

%Root



