Dendrogram of cgMLST analysis (based on 729 loci)
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Limosilactobacillus reuteri E81 (GCA_003046135.1)
Limosilactobacillus reuteri LR5A (GCA_003046055.1)
Limosilactobacillus reuteri 1B (GCA _013487925.1)
Limosilactobacillus reuteri MD IIE-43 (GCA_002007085.2)
Limosilactobacillus reuteri PTA5 F11 (GCA 009389255.1)
Limosilactobacillus reuteri SRCM217617 (GCA 028656225.1)
Limosilactobacillus reuteri PTA6_F2 (GCA_009389035.1)
Limosilactobacillus reuteri PTA1 C4 (GCA 009389385.1)
Limosilactobacillus reuteri DSM 17938 (GCA_041888805.1)
Limosilactobacillus reuteri BG-R46 (GCA 041888795.1)
Limosilactobacillus reuteri LLR-K67 (GCA 021229095.1)
Limosilactobacillus reuteri SD2112 (GCA 000159455.2)
Limosilactobacillus reuteri M81-R43 (GCA 020785435.1)

- Limosilactobacillus reuteri LR1 (GCA_018966925.1)

Limosilactobacillus reuteri L3B (GCA 020785815.1)
Limosilactobacillus reuteri An769 (GCA 016900715.1)
Limosilactobacillus reuteri - (GCA_020978285.1)
Limosilactobacillus reuteri - (GCA_020978225.1)
Limosilactobacillus reuteri AP3 (GCA 020786015.1)
Limosilactobacillus reuteri AP3 (GCA 014145445.1)



