
1
0

1
0

1
116

1
350

0.46
5.51

0.34
3.16

Bacteroides fragilis BFR_KZ05 (GCA_013867505.1)19

0.74
5.04

1
5.75

Bacteroides fragilis BF_CO_COP_DK_1976 (GCA_026966105.1)6.45

Bacteroides fragilis S_466 (GCA_034152545.1)8.55

Bacteroides fragilis S_75 (GCA_034124405.1)18.8

0.41
2.46

Bacteroides fragilis BFR_KZ12 (GCA_014042405.1)19.7

Bacteroides fragilis Map_79_007 (GCA_022733815.1)22.3

Bacteroides fragilis S_177 (GCA_034122065.1)38.7

Bacteroides fragilis MAG009 (GCA_020026255.1)376

1
447

Bacteroides fragilis BF_BC_VIB_DK_2012_57 (GCA_026966215.1)48.5

1
39.6

Bacteroides fragilis S2_011_022G1_dasS2_011_022G1_maxbin2.maxbin.005 (GCA_032578715.1)10.1

1
7.96

0.9
1.11

Bacteroides fragilis P15.E8 (GCA_020256935.1)0

Bacteroides fragilis P15.C8 (GCA_020257085.1)0

0.78
0.927

0.62
0.0729

Bacteroides fragilis P16.F3 (GCA_020256835.1)0

Bacteroides fragilis P16.A4 (GCA_020256925.1)0

0.62
0.906

Bacteroides fragilis P16.A3 (GCA_020256905.1)0.969

0.35
0.0312

Bacteroides fragilis P16.G1 (GCA_020256545.1)0

0.35
0

Bacteroides fragilis P16.H3 (GCA_020256775.1)0

0.35
0

Bacteroides fragilis P16.C3 (GCA_020256805.1)0

0.35
0

Bacteroides fragilis P16.H2 (GCA_020256865.1)0

Bacteroides fragilis P16.A1 (GCA_020256985.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 1285 loci)

250


