Dendrogram of cgMLST analysis (based on 1285 loci)
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Bacteroides fragilis MSK.23.115 (GCA_020538785.1)
Bacteroides fragilis MSK.22.78 (GCA 020539125.1)

Bacteroides fragilis AM15-16 (GCA_003472025.1)

Bacteroides fragilis AM16-16A (GCA_003471925.1)

Bacteroides fragilis TFO5-7ACA (GCA 027690765.1)

Bacteroides fragilis TF05-31 (GCA 003437815.1)

Bacteroides fragilis BF BC_HIL DK 2012 19 (GCA 026966615.1)
Bacteroides fragilis BFR_KZ11 (GCA_014042415.1)
Bacteroides fragilis S 1002 (GCA 034145345.1)

Bacteroides fragilis BF BC_OUH DK 2009 56 (GCA 026966435.1)
Bacteroides fragilis 321 BFRA (GCA 001056335.1)

Bacteroides fragilis 320 _BFRA (GCA 001054865.1)

Bacteroides fragilis 322 BFRA (GCA 001054895.1)

Bacteroides fragilis 1001175B_160314 _C3 (GCA_015548595.1)
Bacteroides fragilis 1001175st1 C3 (GCA 005844845.1)
Bacteroides fragilis S_298 (GCA_034131065.1)

Bacteroides fragilis S_ 681 (GCA 034134045.1)

Bacteroides fragilis BFR_KZ04 (GCA 013694025.1)

Bacteroides fragilis CFPLTA004 1B (GCA 007896595.1)
Bacteroides fragilis S_757 (GCA_034132505.1)



