Dendrogram of cgMLST analysis (based on 1342 loci)
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Bacillus subtilis B-3282 (GCA_035812975.1)
Bacillus subtilis TE11 (GCA 049803375.1)
Bacillus subtilis CRN 16 (GCA_013266935.1)
Bacillus subtilis - (GCA_001286865.1)
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Bacillus subtilis G11 (GCA_014046405.1)
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Bacillus subtilis PvP106 (GCA 040548925.1)
Bacillus subtilis EH5 (GCA_003833235.1)

Bacillus subtilis OSU1013-19 (GCA_029350925.1)
Bacillus subtilis OSU1015-21 (GCA_029350885.1)
Bacillus subtilis EH11 (GCA_003833295.1)
Bacillus subtilis E1 (GCA_000724125.1)



