N) tree generated by a cgMLST analysis (based on 942 loci)

Lactiplantibacillus plantarum HC-2 (GCA_013458335.1)
Lactiplantibacillus plantarum HC-2 (GCA_030463605.1)
Lactiplantibacillus plantarum Ep-M17 (GCA_032818175.1)
Lactiplantibacillus plantarum GBW-LPOO1 (GCA 041941405.1)
=Lactiplantibacillus plantarum IF (GCA 037996145.1)
=Lactiplantibacillus plantarum Nizo2814 (GCA_001633575.1)
Lactiplantibacillus plantarum HF43 (GCA_022815785.1)
=Lactiplantibacillus plantarum KC28 (GCA_002948215.1)
=Lactiplantibacillus plantarum AMT74419 (GCA _012974545.1)
Lactiplantibacillus plantarum SRCM103472 (GCA_004103495.1)
Lactiplantibacillus plantarum SRCM103473 (GCA_004103515.1)
Lactiplantibacillus plantarum BIA JP8 (GCA _025122345.1)
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0.76

Lactiplantibacillus plantarum Dan91 (GCA_014324175.1)
Lactiplantibacillus plantarum AR195 (GCA_017351995.1)
=Lactiplantibacillus plantarum IRG1 (GCA_004319665.1)

=lo

“Lactiplantibacillus plantarum FUA3247 (GCA _026127625.1)

3.84

—Lactiplantibacillus plantarum AWA2013 (GCA_030297715.1)

i =Lactiplantibacillus plantarum CM3 (GCA_030480505.1)
=Lactiplantibacillus plantarum 192 (GCA_025129295.1)
3%. actiplantibacillus plantarum CYLB561 (GCA 035338015.1)
%Root
A
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