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Limosilactobacillus reuteri PTA6_F1 (GCA_009389015.1)
Limosilactobacillus reuteri PTA5_F1 (GCA_009389245.1)
Limosilactobacillus reuteri DS0384 (GCA_021398615.1)
Limosilactobacillus reuteri LR1 (GCA_018966925.1)
Limosilactobacillus reuteri MV4-1a (GCA_020785395.1)
Limosilactobacillus reuteri M2021619 (GCA_021459965.1)
Limosilactobacillus reuteri M81-R43 (GCA_020785435.1)
Limosilactobacillus reuteri MM36-1a (GCA_020785455.1)
Limosilactobacillus reuteri T3 (GCA_020785665.1)
Limosilactobacillus reuteri SD2112 (GCA_000159455.2)
Limosilactobacillus reuteri LLR-K67 (GCA_021229095.1)
Limosilactobacillus reuteri BG-R46 (GCA_041888795.1)
Limosilactobacillus reuteri DSM 17938 (GCA_041888805.1)
Limosilactobacillus reuteri PTA8_1 (GCA_009389465.1)
Limosilactobacillus reuteri PTA5_11 (GCA_009389475.1)
Limosilactobacillus reuteri - (GCA_020978225.1)
Limosilactobacillus reuteri - (GCA_020978285.1)
Limosilactobacillus reuteri OSU_LbReu_2.2 (GCA_014336805.1)
Limosilactobacillus reuteri T1 (GCA_020785675.1)
Limosilactobacillus reuteri PTA2_C2 (GCA_009389375.1)

 Dendrogram of cgMLST analysis (based on 729 loci)


