NJ tree generated by a cgMLST analysis (based on 1013 loci)
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Ruminococcus bromii SO1B.meta.bin_1 (GCA_008674265.1)
Ruminococcus bromii MGG27840_1680015448 (GCA_951801115.1)
Ruminococcus bromii AMR_MDS_5766 (GCA_035434865.1)
Ruminococcus bromii CTOTU29286 (GCA_031972075.1)
Ruminococcus bromii AMR_MDS_5776 (GCA_035446365.1)

Ruminococcus bromii AMR_MDS 5712 (GCA_035435905.1)
Ruminococcus bromii AMR_MDS_2165 (GCA_035379585.1)




