NJ tree generated by a cgMLST analysis (based on 681 loci)

20.raecalibacterium prausnitzii COPD338 (GCA_014868645.1)
Faecalibacterium prausnitzii CTOTU32797 (GCA_036779395.1)
Faecalibacterium prausnitzii DOME_MAG_10869 (GCA_036304185.1)
Faecalibacterium prausnitzii DOME_MAG_12238 (GCA_036301345.1)
Faecalibacterium prausnitzii CTOTU36138 (GCA_036830155.1)
Faecalibacterium prausnitzii DOME_MAG_8713 (GCA_036552805.1)
Faecalibacterium prausnitzii DF1.9.6 (GCA_024460915.1)
Faecalibacterium prausnitzii COPD334 (GCA_014868725.1)
Faecalibacterium prausnitzii CTOTU36393 (GCA_036792455.1)
——.Faecalibacterium prausnitzii DOME_MAG_12781 (GCA 036299185.1)
Leg) 28 Faecalibacterium prausnitzii MTG231_bin.15 (GCA_934834745.1)

39, 23.Fzecalibacterium prausnitzii MTG220_bin.8 (GCA_934838655.1)
Faecalibacterium prausnitzii MTG223 bin.14 (GCA 934842325.1)
Faecalibacterium prausnitzii MTG230_bin.28 (GCA_934838755.1)
Faecalibacterium prausnitzii MTG229 bin.15 (GCA_934837645.1)
Faecalibacterium prausnitzii MTG221_bin.57 (GCA_934825545.1)
Faecalibacterium prausnitzii MTG224 bin.10 (GCA_934835215.1)
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