
1
0

1
0

1
11.2

Ruminococcus bromii AMR_MDS_5776 (GCA_035446365.1)463

Ruminococcus bromii AMR_MDS_2165 (GCA_035379585.1)466

0.77
3.58

0.9
9.17

1
161

Ruminococcus bromii LMAG:64 (GCA_008679975.1)297

Ruminococcus bromii MCC714 (GCA_018783565.1)299

Ruminococcus bromii COPD267 (GCA_014870075.1)469

0.44
1.03

0.72
4.4

1
19.5

1
61

Ruminococcus bromii COPD264 (GCA_014870135.1)379

Ruminococcus bromii LMAG:41 (GCA_008680445.1)400

1
58.2

1
387

1
3.02

Ruminococcus bromii S10B.meta.bin_1 (GCA_008668245.1)0.469

Ruminococcus bromii S10A.meta.bin_1 (GCA_008668465.1)0.531

Ruminococcus bromii S10C.meta.bin_4 (GCA_008668015.1)4.48

0.79
25.9

1
46.1

Ruminococcus bromii COPD261 (GCA_014863985.1)303

Ruminococcus bromii SRR16279958_bin.47_MetaWRAP_v1.3_MAG (GCA_959605425.1)305

Ruminococcus bromii AMR_MDS_5726 (GCA_035435605.1)361

1
157

1
61.3

Ruminococcus bromii COPD259 (GCA_014863925.1)241

Ruminococcus bromii 225S_6FAANB (GCA_032142755.1)242

1
269

Ruminococcus bromii MTG227_bin.33 (GCA_934837945.1)36.6

Ruminococcus bromii MTG244_bin.30 (GCA_934875855.1)41.4

1
441

Ruminococcus bromii MTG246_bin.46 (GCA_934879215.1)30.4

1
27.6

Ruminococcus bromii MTG234_bin.18 (GCA_934844305.1)3.05

Ruminococcus bromii MTG232_bin.3 (GCA_934832435.1)2.95

Root0

NJ tree generated by a cgMLST analysis (based on 1013 loci)

250


