NJ tree generated by a cgMLST analysis (based on 993 loci)
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306E Parabacteroides merdae AF101-95 (GCA_027686665.1)

! Lparabacteroides merdae AF101-58 (GCA_027686805.1)

1'530 Parabacteroides merdae D54t1_190329_G1 (GCA_015547975.1)

310 H;Parabacteroides. merdae D54stl H2_D54t1_190329 (GCA_028328345.1)

247 parabacteroides merdae D54stl_C9 D54t1 190329 (GCA 028326635.1)

Parabacteroides merdae 1028st1_A4_1028SCRN_200821 (GCA_028328385.1)

1_650 Parabacteroides merdae BSD2780120875b_170604_B5 (GCA_015558445.1)
avem{;Parabacteroides merdae BSD2780120875st1_D1_BSD2780120875b_170604 (GCA_028326955.1)
L3.parabacteroides merdae BSD2780120875st1_C2_BSD2780120875_150330 (GCA_028326715.1)
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