
0100
Bacteroides uniformis CD34_MAG39 (GCA_019012605.1)
Bacteroides uniformis 1001713st1_B8_1001713B170214_170313 (GCA_028397295.1)
Bacteroides uniformis 1001713st1_E4_1001713B170207_170306 (GCA_028397245.1)
Bacteroides uniformis 1001713B170214_170313_D4 (GCA_015555535.1)
Bacteroides uniformis 1001713st1_H2_1001713B170131_170501 (GCA_028397215.1)
Bacteroides uniformis A38_maxbin.002_sub.fa (GCA_021621185.1)
Bacteroides uniformis BFG-366 (GCA_024788565.1)
Bacteroides uniformis SRR413727-bin.26 (GCA_905197615.1)
Bacteroides uniformis BSD2780061688_150302_G4 (GCA_015552985.1)
Bacteroides uniformis AM30-49 (GCA_003468865.1)
Bacteroides uniformis AF22-2-r (GCA_027684185.1)
Bacteroides uniformis TM10-17 (GCA_003466245.1)
Bacteroides uniformis AM26-18LB (GCA_027671165.1)
Bacteroides uniformis SRR13494517_bin.54_MetaWRAP_v1.3_MAG (GCA_959029145.1)
Bacteroides uniformis Map_121_008 (GCA_022746965.1)
Bacteroides uniformis CE91-St12 (GCA_022834995.1)
Bacteroides uniformis CE91-St13 (GCA_022835115.1)
Bacteroides uniformis ERR9492525_bin.2_MetaWRAP_v1.3_MAG (GCA_958402505.1)
Bacteroides uniformis COPD040 (GCA_014871095.1)
Bacteroides uniformis An67 (GCA_002161435.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


