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Bacteroides uniformis D59t2_181005_F8 (GCA_015549605.1)
Bacteroides uniformis SRR19721642_bin.15_metawrap_v1.3_MAG (GCA_947002305.1)
Bacteroides uniformis DFI.3.57 (GCA_019132285.1)
Bacteroides uniformis VPI-909 (GCA_021409485.1)
Bacteroides uniformis BFG-227 (GCA_024760085.1)
Bacteroides uniformis CTOTU32105 (GCA_036843565.1)
Bacteroides uniformis UBA11753 (GCA_003487475.1)
Bacteroides uniformis KLE1607 (GCA_001578555.1)
Bacteroides uniformis BIOML-A88 (GCA_009019135.1)
Bacteroides uniformis BIOML-A87 (GCA_009019145.1)
Bacteroides uniformis BIOML-A5 (GCA_009020755.1)
Bacteroides uniformis BIOML-A91 (GCA_009019105.1)
Bacteroides uniformis BIOML-A89 (GCA_009019085.1)
Bacteroides uniformis BIOML-A92 (GCA_009019055.1)
Bacteroides uniformis BIOML-A90 (GCA_009019075.1)
Bacteroides uniformis CTOTU13218 (GCA_036809645.1)
Bacteroides uniformis COPD037 (GCA_014871175.1)
Bacteroides uniformis BSD2780061687st1_G10_BSD2780061687b_171204 (GCA_028396935.1)
Bacteroides uniformis BSD2780061687st1_F9_BSD2780061687_150420 (GCA_028396985.1)
Bacteroides uniformis BSD2780061687st1_B5_BSD2780061687_150420 (GCA_028397055.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


