N) tree generated by a cgMLST analysis (based on 216 loci)

2%.Akkermansia muciniphila COPD428 (GCA_014872075.1)

Akkermansia muciniphila GP16 (GCA_002885415.1)

Akkermansia muciniphila BRZ_DI__bin80 (GCA_944391165.1)
Akkermansia muciniphila ERR9322433_bin.2_MetaWRAP_v1.3_MAG (GCA_958411005.1)

Akkermansia muciniphila SUG70 (GCA_022769425.1)
Akkermansia muciniphila SUG3738 (GCA_034103765.1)
Akkermansia muciniphila SRR16279943_bin.58_MetaWRAP_v1.3_MAG (GCA_959604705.1)

89L Akkermansia muciniphila CTOTU30774 (GCA_036793985.1)

3. Akkermansia muciniphila S05B.meta.bin_1 (GCA_008672035.1)
A3.Akkermansia muciniphila SRR14038238_bin.32_metawrap_v1.3_MAG (GCA_947088385.1)

)

2 Akkermansia muciniphila D10-15 (GCA_009663785.1)
6.27) “+Akkermansia muciniphila OF08-9 (GCA_027694835.1)
* Akkermansia muciniphila SRR13840162_bin.2_metawrap_v1.3_MAG (GCA 947071185.1)
=Akkermansia muciniphila ERR4968582_bin.9_MetaWRAP_v1.1_MAG (GCA_946497045.1)
% b %Akkermansia muciniphila GP19 (GCA_002885395.1)
0-35 s Akkermansia muciniphila GP40 (GCA_002885675.1)
i Akkermansia muciniphila MGBC140924 (GCA_949059245.1)
Akkermansia muciniphila Akk1713 (GCA_018847235.1)
e -Akkermansia muciniphila Akk0500a (GCA_018847575.1)
=Akkermansia muciniphila COPD426 (GCA_014872125.1)
®-Root
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