N) tree generated by a cgMLST analysis (based on 935 loci)

=le

R.43

rlo

0.17

—%Lactobacillus crispatus NCK2487 (GCA_008694775.1)
%fLactobacillus crispatus UMNLC5 (GCA 002218765.1)
1

133, actobacillus crispatus UMNLC10 (GCA_002218805.1)

B.47

3.24
0.13

0.396
0.05

w
o

s Lactobacillus crispatus DSM 108970 (GCA_014982905.1)
' 074, actobacillus crispatus WCA-383-APC-5E (GCA_012843585.1)

348[0‘5 Lactobacillus crispatus C25 (GCA_001704465.1)

1

95, actobacillus crispatus C25 (GCA_009933525.1)

L 3% actobacillus crispatus LB64 (GCA_016162055.1)
353[0 Lactobacillus crispatus CIRM-BIA 523 (GCA_025194115.1)
1

°.Lactobacillus crispatus CIP103602 (GCA 965135635.1)

22 actobacillus crispatus NCK971 (GCA_008694205.1)

108, actobacillus crispatus NCK988 (GCA 008694785.1)
=Lactobacillus crispatus NCK969 (GCA_008694925.1)

_ ZLactobacillus crispatus NCK974 (GCA_008694845.1)
Lactobacillus crispatus NCK967 (GCA_008694935.1)
Lactobacillus crispatus NCK978 (GCA_008694765.1)
Lactobacillus crispatus NCK973 (GCA_008694865.1)
Lactobacillus crispatus NCK972 (GCA_008694885.1)
—Lactobacillus crispatus NCK977 (GCA_008694875.1)

L%, actobacillus crispatus LB67 (GCA_016162005.1)



