Dendrogram of cgMLST analysis (based on 906 loci)

_[

L

——

400

O_

300 200 100

Ligilactobacillus salivarius KLFO02 (GCA_002289665.1)
Ligilactobacillus salivarius KLFO04 (GCA 002289735.1)
Ligilactobacillus salivarius KLFO03 (GCA 002289685.1)
Ligilactobacillus salivarius 160 (GCA 015070925.1)
Ligilactobacillus salivarius 144 (GCA 015070845.1)
Ligilactobacillus salivarius KLW004 (GCA _002289795.1)
Ligilactobacillus salivarius KLFOO7 (GCA 002289745.1)
Ligilactobacillus salivarius ZLp4b (GCA_014841055.1)
Ligilactobacillus salivarius FFIG58 (GCA 013401855.1)
Ligilactobacillus salivarius FFIG23 (GCA 013401955.1)
Ligilactobacillus salivarius FFIG53 (GCA 013401965.1)
Ligilactobacillus salivarius FFIG60 (GCA 013402005.1)
Ligilactobacillus salivarius M494A (GCA 046939335.1)
Ligilactobacillus salivarius M488A (GCA_046939235.1)
Ligilactobacillus salivarius M688A (GCA 046938655.1)
Ligilactobacillus salivarius KLWO007 (GCA_002289875.1)
Ligilactobacillus salivarius KLW006 (GCA_002289865.1)
Ligilactobacillus salivarius KLFOO5 (GCA 002289725.1)
Ligilactobacillus salivarius KLA002 (GCA_002289615.1)
Ligilactobacillus salivarius KLAOO3 (GCA_002289605.1)



