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Bacillus subtilis QB928 (GCA_000293765.1)
Bacillus subtilis OGU1 (GCA_003336895.2)
Bacillus subtilis KO7 (GCA_015070965.1)
Bacillus subtilis PY79 (GCA_009741365.1)
Bacillus subtilis PY79 (GCA_040571395.1)
Bacillus subtilis PY79 (GCA_008682315.1)
Bacillus subtilis PY79 (GCA_000497485.1)
Bacillus subtilis RHF2 (GCA_016774345.1)
Bacillus subtilis JH642 (AG174) (GCA_000699465.1)
Bacillus subtilis AG1839 (GCA_000699525.1)
Bacillus subtilis 168 (GCA_024917115.1)
Bacillus subtilis B-3561 (GCA_035812855.1)
Bacillus subtilis - (GCA_039917025.1)
Bacillus subtilis - (GCA_033392095.1)
Bacillus subtilis 168G (GCA_001703495.1)
Bacillus subtilis 168 (GCA_964017255.1)
Bacillus subtilis 168 (GCA_000009045.1)
Bacillus subtilis - (GCA_041053155.1)
Bacillus subtilis 168 (GCA_000789275.1)
Bacillus subtilis SP1 (GCA_013388335.1)

 Dendrogram of cgMLST analysis (based on 1342 loci)


