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Bacteroides thetaiotaomicron S_251 (GCA_034131965.1)11.7

Bacteroides thetaiotaomicron S_751 (GCA_034132605.1)8.33
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Bacteroides thetaiotaomicron S_892 (GCA_034140325.1)3.16

Bacteroides thetaiotaomicron jmh62 (GCA_020313295.1)1.84
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NJ tree generated by a cgMLST analysis (based on 241 loci)
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