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Bacteroides uniformis MSK.16.7 (GCA_019130195.1)
Bacteroides uniformis MSK.16.39 (GCA_019130685.1)
Bacteroides uniformis MSK.16.44 (GCA_019130605.1)
Bacteroides uniformis MSK.16.46 (GCA_019130575.1)
Bacteroides uniformis MSK.16.71 (GCA_019130175.1)
Bacteroides uniformis MSK.16.70 (GCA_019130215.1)
Bacteroides uniformis D31t1_170403_D7 (GCA_015551575.1)
Bacteroides uniformis BUAKA3JSW (GCA_940077525.1)
Bacteroides uniformis 2a7B (GCA_000939155.1)
Bacteroides uniformis 2a3A (GCA_001403955.1)
Bacteroides uniformis AM18-14LB (GCA_003471545.1)
Bacteroides uniformis Bacteroides_uniformis_DSM110080 (GCA_932750725.1)
Bacteroides uniformis ca_0067 (GCA_004167505.1)
Bacteroides uniformis BIOML-A8 (GCA_009020675.1)
Bacteroides uniformis BIOML-A10 (GCA_009020635.1)
Bacteroides uniformis BIOML-A6 (GCA_009020735.1)
Bacteroides uniformis BIOML-A7 (GCA_009020685.1)
Bacteroides uniformis BIOML-A9 (GCA_009020705.1)
Bacteroides uniformis D31t1_170403_F6 (GCA_015550905.1)
Bacteroides uniformis Bacteroides uniformis 82G1 (GCA_900896415.2)

 Dendrogram of cgMLST analysis (based on 219 loci)


