NJ tree generated by a cgMLST analysis (based on 120 loci)

00 Parabacteroides distasonis BSD2780120875b_170604_D7 (GCA_015554105.1)
s55] “-Parabacteroides distasonis BSD2780120875st1_E8 BSD2780120875_150330 (GCA_028329005.1)
i Parabacteroides distasonis BSD2780120875st1_C2_BSD2780120875b_170604 (GCA_028329085.1)
*8.parabacteroides distasonis MGBC114538 (GCA 948498285.1)
Parabacteroides distasonis MGBC114342 (GCA_949022945.1)
=Parabacteroides distasonis MGBC114772 (GCA_948851785.1)
“Parabacteroides distasonis MGBC114739 (GCA 948873645.1)

=0

L5 ““Parabacteroides distasonis S_281 (GCA_034131365.1)

ﬁ{;:Parabacteroides distasonis S_916 (GCA_034139425.1)

“%Parabacteroides distasonis S_522 (GCA 034126775.1)

Parabacteroides distasonis S_869 (GCA_034141285.1)

Parabacteroides distasonis AF36-3 (GCA_003474765.1)

Parabacteroides distasonis OF29-27pH9A (GCA_027693005.1)

et - 18.parabacteroides distasonis S_771 (GCA_034144745.1)
Parabacteroides distasonis DOME_MAG_9601 (GCA_036550265.1)

Parabacteroides distasonis CTOTU13354 (GCA _036719375.1)

~=Parabacteroides distasonis BFG-275 (GCA_024760045.1)

“Parabacteroides distasonis S_520 (GCA_034126965.1)

[ Parabacteroides distasonis UBA3328 (GCA_002361135.1)

H;:Parabacteroides distasonis UBA11942 (GCA_003503935.1)

0.61 1.92
0.66 D27

=|o

11.03
0.53

%Root

N
w
o



