
1
0

1
0

Bacteroides uniformis BFG-376 (GCA_024793625.1)68.9

0.84
4.16

0.94
9.4

1
23.4

1
22.3

Bacteroides uniformis ERR9353903_bin.18_MetaWRAP_v1.3_MAG (GCA_958405325.1)1.4

0.88
1.6

Bacteroides uniformis BIOML-A38 (GCA_009020115.1)0.714

0.58
0.286

Bacteroides uniformis BIOML-A37 (GCA_009020165.1)0.133

Bacteroides uniformis BIOML-A36 (GCA_009020135.1)0.867

Bacteroides uniformis COPD036 (GCA_014871165.1)35.7

Bacteroides uniformis ERR10960859_bin.12_MetaWRAP_v1.3_MAG (GCA_958349695.1)62.6

0.97
8.56

0.98
9.11

0.95
5.79

1
27.4

1
5.14

0.23
0

0.23
0

Bacteroides uniformis 1001713B170214_170313_D4 (GCA_015555535.1)0

Bacteroides uniformis 1001713st1_H2_1001713B170131_170501 (GCA_028397215.1)0

Bacteroides uniformis 1001713st1_E4_1001713B170207_170306 (GCA_028397245.1)0

Bacteroides uniformis 1001713st1_B8_1001713B170214_170313 (GCA_028397295.1)0

Bacteroides uniformis 1001713st1_F9_1001713B170221_170320 (GCA_028397235.1)14.9

Bacteroides uniformis D59t2_181005_F8 (GCA_015549605.1)31.1

Bacteroides uniformis SRR16244384_bin.22_MetaWRAP_v1.3_MAG (GCA_959598615.1)42

0.75
1.89

1
39.9

1
11.2

0.82
0.944

Bacteroides uniformis BIOML-A23 (GCA_009020405.1)0.0526

Bacteroides uniformis BIOML-A20 (GCA_009020465.1)0.947

Bacteroides uniformis BIOML-A21 (GCA_009020455.1)1.06

Bacteroides uniformis BIOML-A22 (GCA_009020435.1)27.3

1
38.6

Bacteroides uniformis SRR18940293_bin.17_MetaWRAP_v1.3_MAG (GCA_958435365.1)11.2

Bacteroides uniformis AM50-4 (GCA_003463925.1)15.8

Root0

NJ tree generated by a cgMLST analysis (based on 219 loci)
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