
050100
Bacteroides uniformis D41t1_190614_E5 (GCA_015555865.1)
Bacteroides uniformis D41st1_H5_D41t1_190614 (GCA_028396665.1)
Bacteroides uniformis CTOTU36389 (GCA_036819475.1)
Bacteroides uniformis LMAG:22 (GCA_008680795.1)
Bacteroides uniformis A23 (GCA_013361195.1)
Bacteroides uniformis BFG-471 (GCA_024790535.1)
Bacteroides uniformis 1001275B_160808_C2 (GCA_015550345.1)
Bacteroides uniformis 1001275st1_B7_1001275B_160808 (GCA_028397995.1)
Bacteroides uniformis A12 (GCA_013361225.1)
Bacteroides uniformis 1001175st1_F6 (GCA_005844805.1)
Bacteroides uniformis 1001175B_160314_C12 (GCA_015559965.1)
Bacteroides uniformis UBA11753 (GCA_003487475.1)
Bacteroides uniformis KLE1607 (GCA_001578555.1)
Bacteroides uniformis BIOML-A88 (GCA_009019135.1)
Bacteroides uniformis BIOML-A87 (GCA_009019145.1)
Bacteroides uniformis BIOML-A5 (GCA_009020755.1)
Bacteroides uniformis BIOML-A91 (GCA_009019105.1)
Bacteroides uniformis BIOML-A89 (GCA_009019085.1)
Bacteroides uniformis BIOML-A92 (GCA_009019055.1)
Bacteroides uniformis BIOML-A90 (GCA_009019075.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


