N) tree generated by a cgMLST analysis (based on 120 loci)

%“Parabacteroides distasonis 1001283B150217_161031_H2 (GCA_015556515.1)

Parabacteroides distasonis 1001283st1_B5_1001283B150225_161107 (GCA_028329305.1)

Parabacteroides distasonis 1001283st1_F12_1001287H_170206 (GCA_028329325.1)

Parabacteroides distasonis 1001283st1_H2_1001283B150217_161031 (GCA_028329715.1)

Parabacteroides distasonis 1001283st1_A4 1001283B150225_161107 (GCA_028330105.1)

Parabacteroides distasonis 1001283stl_B4_1001287H_170206 (GCA_028330085.1)
“2.parabacteroides distasonis BFG-592 (GCA_024759985.1)

Parabacteroides distasonis B138_003 (GCA_022715695.1)

Parabacteroides distasonis ERR1606358 bin.23_metaWRAP_v1.3_MAG (GCA_945899315.1)

%Parabacteroides distasonis 1001095H_141210_G4 (GCA_015549535.1)

Parabacteroides distasonis 1001095st1_G4_1001095H_141210 (GCA_028330245.1)

Parabacteroides distasonis 1001095st1_F6_1001095H_141210 (GCA_028330345.1)

Parabacteroides distasonis BFG-574 (GCA_024760285.1)

Parabacteroides distasonis S_61 (GCA_034124605.1)

~Parabacteroides distasonis FDAARGOS_1233 (GCA_016888665.1)

=Parabacteroides distasonis oYJ3fgHatn_bin.10.MAG (GCA 943912415.1)

498.parabacteroides distasonis BFG-275 (GCA_024760045.1)

Parabacteroides distasonis S_281 (GCA_034131365.1)

Parabacteroides distasonis single-wildmice_C1220.34_1675168086 (GCA_949130625.1)

—Parabacteroides distasonis 3776 Po2 i (GCA_000699745.1)
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