N) tree generated by a cgMLST analysis (based on 91 loci)

o5 -Parabacteroides goldsteinii 1001713B170207_170306_B11 (GCA_015557085.1)

239 H:ﬁjParabacteroides goldsteinii S_1035 (GCA_034151865.1)

57, parabacteroides goldsteinii S_762 (GCA_034145045.1)

o FEparabacteroides goldsteinii Parabacteroides goldsteinii 82E8 (GCA_900624825.1)

2%5.parabacteroides goldsteinii MGBC108247 (GCA_948597115.1)

Parabacteroides goldsteinii D-Fe7_120416.20_1677753901 (GCA_949386655.1)

Parabacteroides goldsteinii MGBC106437 (GCA_948702875.1)

Parabacteroides goldsteinii 54_110627.1_1677753828 (GCA_949384815.1)

t4%.parabacteroides goldsteinii MGBC101752 (GCA_948947885.1)
1%2.parabacteroides goldsteinii MGBC108181 (GCA_948560525.1)

o

038 : Parabacteroides goldsteinii extra-ERR982833.21_1677794645 (GCA_949485105.1)

Parabacteroides goldsteinii 52_110627.23_1677753825 (GCA_949379645.1)
Parabacteroides goldsteinii extra-ERR982841.50 1677794727 (GCA_949463785.1)
Parabacteroides goldsteinii MGBC101150 (GCA_948521385.1)

Parabacteroides goldsteinii extra-ERR982843.22_1677794747 (GCA_949460545.1)
Parabacteroides goldsteinii extra-ERR982821.30_1677760475 (GCA_949508775.1)
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