N) tree generated by a cgMLST analysis (based on 1153 loci)

“Lphocaeicola dorei D46t1 190503 B7 (GCA 015557645.1)
Phocaeicola dorei S_1108 (GCA_034149825.1)
Phocaeicola dorei S_1152 (GCA_034148745.1)
=Phocaeicola dorei S_1021 (GCA _034152125.1)
=Phocaeicola dorei BJH_161 (GCA_021411865.1)
=Phocaeicola dorei S_519 (GCA_034127015.1)

so E‘“’-“ Phocaeicola dorei S_88 (GCA 034124125.1)

! 8T.ppocaeicola dorei S 726 (GCA _034133105.1)
2T.phocaeicola dorei S_780 (GCA 034144345.1)
Phocaeicola dorei S 661 (GCA 034134405.1)
Phocaeicola dorei BIOML-A5 (GCA_008572125.1)
Phocaeicola dorei S_472 (GCA_034152665.1)
Phocaeicola dorei S_649 (GCA 034134645.1)
=Phocaeicola dorei S_598 (GCA_034136065.1)
Phocaeicola dorei S 144 (GCA 034122725.1)
Phocaeicola dorei S_ 1179 (GCA 034147845.1)
=Phocaeicola dorei S_1047 (GCA_034151665.1)
Phocaeicola dorei S_486 (GCA_034153185.1)
Phocaeicola dorei S_167 (GCA_034122265.1)
=Phocaeicola dorei S 317 (GCA 034130685.1)
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