N) tree generated by a cgMLST analysis (based on 993 loci)

138, parabacteroides merdae COPD090 (GCA_014870605.1)

Parabacteroides merdae DOME_MAG_8922 (GCA_036552125.1)

Parabacteroides merdae SRR20881974_bin.1_MetaWRAP_v1.3_MAG (GCA_959019525.1)
Parabacteroides merdae SUG879 (GCA_022783065.1)

Parabacteroides merdae CTOTU13359 (GCA_036837885.1)

Parabacteroides merdae D52t1_170925_B4 (GCA_015555255.1)

Parabacteroides merdae D52st1l_G3_D52t1_170925 (GCA_028326765.1)

Parabacteroides merdae D52st1_D10_D52t1_170925 (GCA_028328455.1)

Parabacteroides merdae 1028st1_A4 1028SCRN_200821 (GCA_028328385.1)
“2parabacteroides merdae 1001136B_160425 B1 (GCA_015558865.1)

* 1l %8 parabacteroides merdae BJH_172 (GCA_021411685.1)
. ﬁ{;Parabacteroides merdae D53t1_180928 D7 (GCA_015553045.1)
L—35.parabacteroides merdae CLO6T03C08 (GCA_018289315.1)
21 32 parabacteroides merdae ERR9322429 bin.14 MetaWRAP_v1.3_MAG (GCA_958410745.1)
.parabacteroides merdae SUG3465 (GCA_034171025.1)
Parabacteroides merdae 1001175st1l_Al (GCA_005844535.1)
Parabacteroides merdae 1001175B_160314_Al (GCA_015552245.1)
Parabacteroides merdae RTP21484stl E1 RTP21484 190118 (GCA_028328355.1)
Parabacteroides merdae RTP21484st1_A7_RTP21484_190118 (GCA_028328305.1)
Parabacteroides merdae BSD2780120875st1_C2_BSD2780120875_150330 (GCA_028326715.1)
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