N) tree generated by a cgMLST analysis (based on 120 loci)

48.parabacteroides distasonis SL.3.10 (GCA_020709115.1)

2.parabacteroides distasonis 1001275B_160808_C1 (GCA_015559585.1)

Parabacteroides distasonis 1001275st1_D6_1001095I)_161003 (GCA_028329275.1)
Parabacteroides distasonis 1001275st1_D4_1001095I) 161003 (GCA_028330175.1)
Parabacteroides distasonis CD10_MAG6 (GCA_019013285.1)

Parabacteroides distasonis ERR9354025_bin.52_MetaWRAP_v1.3_MAG (GCA_958416885.1)
Parabacteroides distasonis MGBC150046 (GCA 948644165.1)

Parabacteroides distasonis MGBC157148 (GCA_948751185.1)

Parabacteroides distasonis MGBC159289 (GCA_948648575.1)

Parabacteroides distasonis MGBC149964 (GCA 948526845.1)

Parabacteroides distasonis MGBC159400 (GCA_948827175.1)

Parabacteroides distasonis MGBC157780 (GCA_949044245.1)
99%,parabacteroides distasonis MGBC152409 (GCA _948830635.1)
“Parabacteroides distasonis MGBC149857 (GCA_948490825.1)
Parabacteroides distasonis MGBC159920 (GCA_948522245.1)
Parabacteroides distasonis MGBC155166 (GCA 948721785.1)
Parabacteroides distasonis MGBC158283 (GCA_948762195.1)
Parabacteroides distasonis MGBC156494 (GCA_948825755.1)
Parabacteroides distasonis MGBC158348 (GCA_948829695.1)
Parabacteroides distasonis MGBC157700 (GCA_949076645.1)
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