
0100
Bacteroides uniformis MB18-69 (GCA_023669365.1)
Bacteroides uniformis MB20-125 (GCA_023668505.1)
Bacteroides uniformis MB18-74 (GCA_023669345.1)
Bacteroides uniformis D55t1_190419_C5 (GCA_015560385.1)
Bacteroides uniformis MSK.16.31 (GCA_019052515.1)
Bacteroides uniformis MSK.16.7 (GCA_019130195.1)
Bacteroides uniformis MSK.16.39 (GCA_019130685.1)
Bacteroides uniformis MSK.16.44 (GCA_019130605.1)
Bacteroides uniformis MSK.16.46 (GCA_019130575.1)
Bacteroides uniformis MSK.16.71 (GCA_019130175.1)
Bacteroides uniformis MSK.16.70 (GCA_019130215.1)
Bacteroides uniformis AF19-23 (GCA_003459625.1)
Bacteroides uniformis TM04-30 (GCA_003436475.1)
Bacteroides uniformis KLE1607 (GCA_001578555.1)
Bacteroides uniformis BIOML-A5 (GCA_009020755.1)
Bacteroides uniformis BIOML-A89 (GCA_009019085.1)
Bacteroides uniformis BIOML-A92 (GCA_009019055.1)
Bacteroides uniformis BIOML-A90 (GCA_009019075.1)
Bacteroides uniformis SRR17684647_bin.6_metawrap_v1.3_MAG (GCA_948471015.1)
Bacteroides uniformis CM57GR_57_ID722 (GCA_036318205.1)

 Dendrogram of cgMLST analysis (based on 219 loci)


