
1
0

1
0

0.83
2.4

Bacillus subtilis 168(rho10) (GCA_015645665.1)5.52

0.98
4.48

Bacillus subtilis DBS-15(rho11) (GCA_015645605.1)2.93

0.51
0.0735

0.92
1.08

Bacillus subtilis MBI 600 (GCA_005160425.1)1

Bacillus subtilis SF106 (GCA_025452155.1)1

Bacillus subtilis B-14596 (GCA_035811235.1)4.92

0.98
5.61

0.96
2.45

Bacillus subtilis 168 (GCA_000009045.1)2

Bacillus subtilis B-3561 (GCA_035812855.1)2

0.52
0.472

0.86
1.9

Bacillus subtilis MBL_J17 (GCA_042860965.1)0.0577

Bacillus subtilis 168 (GCA_002009095.1)2.94

0.32
0.137

0.9
1.05

Bacillus subtilis BS34A (GCA_000952895.1)1

Bacillus subtilis BS49 (GCA_000953615.1)1

0.64
0.924

Bacillus subtilis 168(rho14) (GCA_015645655.1)1.97

0.35
0.0223

Bacillus subtilis 168(rho6) (GCA_015645705.1)1.99

0.76
0.999

Bacillus subtilis - (GCA_033403035.1)2.98

0.7
0.0195

Bacillus subtilis Z1 (GCA_026799655.1)0.996

0.55
0.00391

Bacillus subtilis 1A1 (GCA_015070995.1)0

0.57
0

Bacillus subtilis 168 (GCA_032681245.1)0

0.57
0

Bacillus subtilis - (GCA_034377505.1)0

0.57
0

Bacillus subtilis - (GCA_040008285.1)0

Bacillus subtilis - (GCA_040008305.1)0

Root0

NJ tree generated by a cgMLST analysis (based on 1342 loci)
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