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Bacteroides fragilis B633_004 (GCA_022714305.1)
Bacteroides fragilis S_7 (GCA_034125905.1)
Bacteroides fragilis 1001254J_160919_G3 (GCA_015551365.1)
Bacteroides fragilis FGSZY24E2 (GCA_029872815.1)
Bacteroides fragilis CMU103 (GCA_015831745.1)
Bacteroides fragilis CMU36 (GCA_015831765.1)
Bacteroides fragilis S_461 (GCA_034152445.1)
Bacteroides fragilis P16.G1 (GCA_020256545.1)
Bacteroides fragilis P16.H3 (GCA_020256775.1)
Bacteroides fragilis am_0171 (GCA_004167855.1)
Bacteroides fragilis S_806 (GCA_034143165.1)
Bacteroides fragilis S_73 (GCA_034124385.1)
Bacteroides fragilis BF_BC_ARH_DK_1964 (GCA_026966705.1)
Bacteroides fragilis BF_AB_HIL_DK_1990_1 (GCA_026966805.1)
Bacteroides fragilis J1101437_171009_F3 (GCA_015556305.1)
Bacteroides fragilis HAP130N_3B (GCA_009025705.1)
Bacteroides fragilis HAP130N_2B (GCA_007896745.1)
Bacteroides fragilis HAP130N_1B (GCA_009025695.1)
Bacteroides fragilis COR2-248-WT-1 (GCA_012844105.1)
Bacteroides fragilis FJSWX20K1 (GCA_029872675.1)

 Dendrogram of cgMLST analysis (based on 1285 loci)


